1 Structural analysis of Hpβ-clamp and its homologs. A) Structure-based sequence alignment of Hpβ-clamp (whose crystal structure we determined here) with its homologs. The solvent accessibility values of the residues in Hpβ-clamp are rendered by the bar below the sequences: blue, cyan, and white denote highly accessible, intermediately accessible and buried residues, respectively. In the sequence block, the residues colored white on a red background are completely conserved in the sequences shown, and the residues colored red on a white background are partially conserved. B) A structure-based phylogenetic tree including Hpβ-clamp
alignment of Hpβ-clamp (whose crystal structure we determined here) with its homologs. The solvent accessibility values of the residues in Hpβ-clamp are rendered by the bar below the sequences: blue, cyan, and white denote highly accessible, intermediately accessible and buried residues, respectively. In the sequence block, the residues colored white on a red background are completely conserved in the sequences shown, and the residues colored red on a white background are partially conserved. B) A structure-based phylogenetic tree including Hpβ-clamp and its homologs used in this study. The structural alignment was carried out using STAMP and using percent identity to construct this phylogenetic tree. As seen in the tree, the Hpβ-clamp structure seems to have diverged from its homologs. blue, cyan, and white denote highly accessible, intermediately accessible and buried residues, respectively. B) A superposition of all three domains of Hpβ-clamp suggests all three domains to be structurally similar, except for some loops.
S-5 after being purified using Ni-NTA; this gel indicated the size of the HpDNA ligase protein to be 73.9 KDa. The protein eluted at 30mM imidazole (elution 1) followed by 50mM (elution 2) and 80mM imidazole (elution 3). C) GFC profile of HpDNA ligase after being purified using Ni-NTA. Superdex G-200 was used for the purification. The protein eluted at 60 ml as a dimer.
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